Supplementary Table 3. Posterior means, medians, standard deviations, and 95% HPD
intervals of the parameters for random errors and random effects in the simulation study for

proportion of causal SNPs

% Causal Par True Mean Med SD 95% HPD
1 o 1 1.00 0.99 0.06 0.81t01.12
6 1 1.18 1.18 0.16 0.8 to 1.50
5, 1.2 1.22 1.23 0.18 0.8t0 1.57
5 0.8 0.79 0.78 0.15 0.5to 1.09
Y1 0.6 0.82 0.78 0.28 0.3to0 1.46
Y31 0.4 0.91 0.88 0.31 0.3t0 1.61
Y32 0.6 0.61 0.58 0.34 0.0to 1.36
2 o? 0.99 0.99 0.06 0.8t0 1.12
6 1 1.22 1.21 0.17 0.8to 1.54
8, 1.2 1.21 1.21 0.18 0.8t0 1.56
5 0.8 0.75 0.75 0.15 0.4t0 1.06
Y1 0.6 0.89 0.86 0.30 0.4t0 1.57
Y31 0.4 1.11 1.08 0.34 0.5t0 1.88
Y32 0.6 0.57 0.55 0.34 ~-0.0to 1.30
3 o? 0.99 0.99 0.06 0.8t0 1.11
6 1 1.20 1.20 0.17 0.8t0 1.52
8, 1.2 1.19 1.19 0.19 0.8to 1.55
85 0.8 0.71 0.70 0.15 0.4t0 1.02
Y1 0.6 0.93 0.89 0.31 0.4t0 1.64
Y31 0.4 1.25 1.21 0.36 0.6 t0 2.05
Y32 0.6 0.52 0.51 0.36 -0.1t01.28
5 o 1 0.98 0.98 0.06 0.8t0 1.10
6 1 1.08 1.09 0.18 0.7 to 1.42
5, 1.2 1.16 1.16 0.20 0.7to 1.54
85 08 0.62 0.61 0.14 0.3t00.92
Y1 0.6 0.93 0.89 0.34 0.3t0 1.70
Y31 0.4 1.36 1.33 0.40 0.6 t0 2.22
Y32 0.6 0.47 0.45 0.39 -0.2t0 1.27

HPD, highest posterior density; SNP, single nucleotide polymorphism; Par, parameters;

True, true values of parameters; SD, standard deviation.
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